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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/10/575 , 261 

Input Set : A:\seq list.txt 

Output Set: N:\CRF4\04242006\J575261.raw 



DATE: 04/24/2006 
TIME: 16:15:41 



3 <110> APPLICANT: KYOWA HAKKO KOGYO CO., LTD. 
5 <120> TITLE OF INVENTION: Fusion protein composition 
7 <130> FILE REFERENCE: 11613W01 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/10/575,261 
C--> 9 <141> CURRENT FILING DATE: 2006-04-10 

9 <150> PRIOR APPLICATION NUMBER: P2003-350158 
10 <151> PRIOR FILING DATE: 2003-10-08 
12 <160> NUMBER OF SEQ ID NOS : 113 
14 <170> SOFTWARE: Patent In Ver. 2.1 



ERRORED SEQUENCES 



131 
132 
133 
134 
136 
137 
138 
140 
141 
143 
144 
146 
147 
149 
150 
152 
153 
155 
E--> 156 
158 
159 
161 
162 
164 
E--> 165 
167 
E--> 168 
170 
171 
173 



E 



E- 



<210> SEQ ID 
<211> LENGTH 
<212> TYPE 
<213> ORGANISM: 
<400> SEQUENCE: 
Met Ala His Ala 
1 



Cricetulus griseus 
2 

Pro Ala Ser Cys 
5 

Pro Arg Lys 



E 



E--> 



Pro Ser Ser Arg Asn Ser Gly Asp 
10 15 
Gly Asp Lys Gly Lys Pro Arg Lys Val Ala Leu lie Thr Gly lie Thr 

20 25 30 

Gly Gin Asp Gly Ser Tyr Leu Ala Glu Phe Leu Leu Glu Lys Gly Tyr 

35 40 45 

Glu Val His Gly lie Val Arg Arg Ser Ser Ser Phe Asn Thr Gly Arg 

50 55 60 

lie Glu His Leu Tyr Lys Asn Pro Gin Ala His lie Glu Gly Asn Met 
65 70 75 80 

Lys Leu His Tyr Glv, Asp Leu Thr Asp Ser Thr Cys Leu Val Lys^Ile* 

Asn Glu Val Lys Pro Thr Glu Ile^Tyr Asn Leu Gly Ala Gin Ser 

His Val Lys lie Ser Phe Asp Leu Ala 'Glu Tyr Thr Ala Asp Val Asp 

Gly Val Gly Thr Leu Arg Leu_Leu Asp Ala lie Lys Thr Cys Gly Leu 

(10 Us I2>fvrt I^O yCs 

Il^Asn'ser Val Lys Phe Tyr Gin Ala Ser Thr^Ser Glu Leu Tyr gly 



Lys Val 
165 

Ser 



o 



Tyr Pro Arg 



Gin Glu He Pro Gin Lys Gly Thr Thr Pro Phe 

Ifcvfh /ftmr 

Prp Tyr Gly Ala Ala Lys Leu Tyr Ala Tyr Trp He Val Val Asn 

I £0 y& /<rfi*<r /'fOj&r 

Phe Arg Glu Ala Tyr Asn Leu Phe Ala Val Asn Gly I.le Ley Phe Asji 
fif ZOO J®f 
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E--> 174 200 205 210 

176 His Glu Ser> Pro Arg Arg Gly^Ala Asn Phe Val Thr Arg Lys He Ser 
e--> 177 UOpxi 22Dj£S 

179 Arg JSer Val Ala Lys He Tyr Leu Gly Gin Leu Glu Cys Phe Ser Leu 
E--> 180 2^0^ JJM 2^fO 

182 Gly Asn Leu Asp Ala^Lys Arg Asp Trp Gjy His Ala Lys Asp Tyr^Val 
E--> 183^243 2^i> 2i>0 J&Y ^> JIGfr 

185 Glu Ala Met Trp Leu Met Leu Gin Asn Asp Glu Pro Glu A§p Phe Val 
E--> 186 2-£*?2£5 7£><TyHS 2^0^ 

188 He Ala Thr Gly Glu Val His Ser Val Arg Glu Phe Val Glu. Lys Ser 
E--> 189 24S^ao 2£02*5 

191 Phe Met His He Gly Lys ThrJCle Val Trp Glu Gly Lys Asjn Glu Asn 
E--> 192 <23<°2SS 'TRC&rt 

194 Glu^Val Gly Arg Cys Lys Glu Thr Gly Lys He Hi<s Val Thr Val Asp 

e--> i9s2p\j*<r 3kd /*5 JiO^ 

197 Leu Lys Tyr Tyr Arg ^tq Thr Glu Val Asp Phe Leu Gin Gly Asp Cys 

e--> i98>*5 3z> ^atr 3SO^s Zhf?** 

20tJSer Lys Ala Gin Gin Lys Leu Asn Trp Ly? Pro Arg Val Ala Phe Asp 

e--> 201 2f> 'ZJ&j&S 

204 Glu Leu Val A*g Glu Met Val Gin Al^. Asp Val Glu Leu Met Arg Thr 

e--> 205 3>3^<j >£°>er Zizj^p* 

207 Asn Pro Asn Ala 
E--> 208 " 

471 <210> SEQ ID NO: 7 

472 <211> LENGTH: 575 

473 <212> TYPE: PRT 

474 <213> ORGANISM: Cricetulus griseus 

476 <400> SEQUENCE: 7 

477 Met Arg Ala Trp Thr Gly Ser Trp Arg Trp He Met Leu lie Leu Phe 

478 15 10 15 

480 Ala Trp Gly Thr Leu Leu Phe Tyr He Gly Gly His Leu Val Arg Asp 

481 20 25 30 

483 Asn Asp His Pro Asp His Ser Ser Arg Glu Leu Ser Lys He Leu Ala 

484 35 40 45 

486 Lys Leu Glu Arg Leu Lys Gin Gin Asn Glu Asp Leu Arg Arg Met Ala 

487 50 55 60 

489 Glu Ser Leu Arg He Pro Glu Gly Pro He Asp Gin Gly Thr Ala Thr 

490 65 70 75 80 

492 Gly Arg Val Arg Val Leu Glu Glu Gin Leu Val Lys Ala Lys Glu Gin 

493 85 90 95 

495 He Glu Asn Tyr Lys Lys Gin Ala Arg Asn Asp Leu Gly Lys Asp His 

496 100 105 110 

498 Glu He Leu Arg Arg Arg He Glu Asn Gly Ala Lys Glu Leu Trp Phe 

499 115 120 125 

501 Phe Leu Gin Ser Glu Leu Lys Lys Leu Lys Lys Leu Glu Gly Asn Glu 

502 130 135 140 

505 Leu Gin Arg His Ala Asp Glu He Leu Leu Asp Leu Gly His His Glu 

506 145 150 155 160 
508 Arg Ser He Met Thr Asp Leu Tyr Tyr Leu Ser Gin Thr Asp Gly Ala 
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509 






165 170 










175 




511 


Gly 


Glu Trp 


Arg Glu Lys Glu Ala Lys Asp 


Leu 


Thr 


Glu 


Leu 


Val 


Gin 


512 






180 185 








190 






514 


Arg 


Arg He 


Thr Tyr Leu Gin Asn Pro Lys 


Asp 


Cys 


Ser 


Lys 


Ala 


Arg 


515 




195 


200 






205 








517 


Lys 


Leu Val 


Cys Asn He Asn Lys Gly Cys 


Gly 


Tyr 


Gly 


Cys 


Gin 


Leu 


518 




210 


215 




220 










520 


His 


His Val 


Val Tyr Cys Phe Met He Ala 


Tyr 


Gly 


Thr 


Gin 


Arg 


Thr 


521 


225 




230 


235 










240 


523 


Leu 


He Leu 


Glu Ser Gin Asn Trp Arg Tyr 


Ala 


Thr 


Gly 


Gly 


Trp 


Glu 


524 






245 250 










255 




526 


Thr 


Val Phe 


Arg Pro Val Ser Glu Thr Cys 


Thr 


Asp 


Arg 


Ser 


Gly 


Leu 


527 






260 265 








270 






529 


Ser 


Thr Gly 


His Trp Ser Gly Glu Val Lys 


Asp 


Lys 


Asn 


Val 


Gin 


Val 


530 




275 


280 






285 








532 


val 


Glu Leu 


Pro He Val Asp Ser Leu His 


Pro 


Arg 


Pro 


Pro 


Tyr 


Leu 


533 




290 


295 




300 










535 


Pro 


Leu Ala 


Val Pro Glu Asp Leu Ala Asp 


Arg 


Leu 


Leu 


Arg 


Val 


His 


536 


305 




310 


315 










320 


538 


Gly 


Asp Pro 


Ala Val Trp Trp Val Ser Gin 


Phe 


Val 


Lys 


Tyr 


Leu 


He 


539 






325 330 










335 




541 


Arg 


Pro Gin 


Pro Trp Leu Glu Arg Glu He 


Glu 


Glu 


Thr 


Thr 


Lys 


Lys 


542 






340 345 








350 






544 


Leu 


Gly Phe 


Lys His Pro Val He Gly Val 


His 


Val 


Arg 


Arg 


Thr 


Asp 


545 




355 


360 






365 








547 


Lys 


Val Gly 


Thr Glu Ala Ala Phe His Pro 


He 


Glu 


Glu 


Tyr 


Met 


Val 


548 




370 


375 




380 










550 


His 


Val Glu 


Glu His Phe Gin Leu Leu Glu 


Arg 


Arg 


Met 


Lys 


Val 


Asp 


551 


385 




390 


395 










400 


553 


Lys 


Lys Arg 


Val Tyr Leu Ala Thr Asp Asp 


Pro 


Ser 


Leu 


Leu 


Lys 


Glu 


554 






405 410 










415 




556 


Ala 


Lys Thr 


Lys Tyr Ser Asn Tyr Glu Phe 


He 


S^r 


Asp 


Asn 


Ser 


He 


557 






420 425 








430 






559 


Ser 


Trp Ser 


Ala Gly Leu His Asn Arg Tyr 


Thr 


Glu 


Asn 


Ser 


Leu 


Arg 


560 




435 


440 






445 








562 


Gly 


Val He 


Leu Asp He His Phe Leu Ser 


Gin 


Ala 


Asp 


Phe 


Leu 


Val 


563 




450 


455 




460 










565 


Cys 


Thr Phe 


Ser Ser Gin Val Cys Arg Val 


Ala 


Tyr 


Glu 


lie 


Met 


Gin 


566 


465 




470 


475 










480 


568 


Thr 


Leu His 


Pro Asp Ala Ser Ala Asn Phe 


His 


Ser 


Leu 


Asp 


Asp 


He 


569 






485 490 










495 




571 


Tyr 


Tyr Phe 


Gly Gly Gin Asn Ala His Asn 


Gin 


He 


Ala 


Val 


Tyr 


Pro 


572 






500 505 








510 






574 


His 


Gin Pro 


Arg Thr Lys Glu Glu He Pro 


Met 


Glu 


Pro 


Gly 


Asp 


lie 


575 




515 


520 






525 








577 


He 


Gly Val 


Ala Gly Asn His Trp Asn Gly 


Tyr 


Ser 


Lys 


Gly 


Val 


Asn 


578 




530 


535 




540 










580 


Arg 


Lys Leu 


Gly Lys Thr Gly Leu Tyr Pro 


Ser 


Tyr 


Lys 


Val 


Arg 


Glu 


581 


545 




550 


555 










560 
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583 


Lys 


He 


Glu 


Thr 


Val 


Lys 


Tyr 


Pro Thr Tyr 


Pro 


VjlU 


Aia 


Glu Lys 




E--> 584 










565 






570 












587 


<210> SEQ ID NO 


: 8 




















588 


<211> LENGTH: 575 




















589 


<212> TYPE: 


PRT 






















590 


<213> ORGANISM: 


MUS 


musculus 














592 


<400> SEQUENCE: 


8 




















593 


Met 


Arg 


Ala 


Trp 


Thr 


Gly Ser 


Trp Arg Trp 


He 


Met 


Leu 


Tl fl 

lie 


Leu 


Phe 


594 


1 








5 






10 










15 




596 


Ala 


Trp 


Gly 


Thr 


Leu 


Leu 


Phe 


Tyr He Gly 


Gly 


His 


Leu 


Val 


Arg 


Asp 


597 








20 








25 








30 






599 


Asn 


Asp 


His 


Pro 


Asp 


His 


Ser 


Ser Arg Glu 


Leu 


Ser 


Lys 


He 


Leu 


Ala 


600 






35 










40 






45 








602 


Lys 


Leu 


Glu 


Arg 


Leu 


Lys 


Gin 


Gin Asn Glu 


Asp 


Leu 


Arg 


Arg 


Met 


Ala 


604 




50 










55 






60 










606 


Glu 


Ser 


Leu 


Arg 


lie 


Pro 


Glu 


Gly Pro He 


Asp 


Gin 


Gly 


Thr 


Ala 


Thr 


607 


65 










70 






75 










80 


609 


Gly 


Arg 


Val 


Arg 


Val 


Leu 


Glu 


Glu Gin Leu 


Val 


Lys 


Ala 


Lys 


Glu 


Gin 


610 










85 






90 










95 




612 


He 


Glu 


Asn 


Tyr 


Lys 


Lys 


Gin 


Ala Arg Asn 


Gly 


Leu 


Gly 


Lys 


Asp 


His 


613 








100 








105 








110 






615 


Glu 


He 


Leu 


Arg 


Arg 


Arg 


He 


Glu Asn Gly 


Ala 


Lys 


Glu 


Leu Trp 


Phe 


616 






115 










120 






125 








618 


Phe 


Leu 


Gin 


Ser 


Glu 


Leu Lys 


Lys Leu Lys 


His 


Leu 


Glu 


Gly Asn 


Glu 


619 




130 










135 






140 










621 


Leu 


Gin 


Arg 


His 


Ala 


Asp Glu 


He Leu Leu 


Asp 


Leu 


Gly 


His 


His 


Glu 


622 


145 










150 






155 










160 


624 


Arg 


Ser 


He 


Met 


Thr 


Asp 


Leu 


Tyr Tyr Leu 


Ser 


Gin 


Thr 


Asp Gly 


Ala 


625 










165 






170 










175 




627 


Gly 


Asp 


Trp 


Arg 


Glu 


Lys 


Glu 


Ala Lys Asp 


Leu 


Thr 


Glu 


Leu 


Val 


Gin 


628 








180 








185 








190 






630 


Arg 


Arg 


He 


Thr 


Tyr 


Leu 


Gin 


Asn Pro Lys 


Asp 


Cys 


Ser 


Lys Ala 


Arg 


631 






195 










200 






205 








633 


Lys 


Leu 


Val 


Cys 


Asn 


He 


Asn 


Lys Gly Cys 


Gly 


Tyr 


Gly 


Cys 


Gin 


Leu 


634 




210 










215 






220 










636 


His 


His 


Val 


Val 


Tyr 


Cys 


Phe 


Met He Ala 


Tyr 


Gly 


Thr 


Gin Arg 


Thr 


637 


225 










230 






235 










240 


639 


Leu 


He 


Leu 


Glu 


Ser 


Gin 


Asn 


Trp Arg Tyr 


Ala 


Thr 


Gly 


Gly Trp 


Glu 


640 










245 






250 










255 




642 


Thr 


Val 


Phe 


Arg 


Pro 


Val 


Ser 


Glu Thr Cys 


Thr 


Asp 


Arg 


Ser Gly 


Leu 


643 








260 








265 








270 






645 


Ser 


Thr 


Gly 


His 


Trp 


Ser Gly 


Glu Val Asn 


Asp 


Lys 


Asn 


He 


Gin 


Val 


646 






275 










280 






285 








648 


Val 


Glu 


Leu 


Pro 


He 


Val 


Asp 


Ser Leu His 


Pro 


Arg 


Pro 


Pro 


Tyr 


Leu 


649 




290 










295 






300 










651 


Pro 


Leu 


Ala 


Val 


Pro 


Glu Asp 


Leu Ala Asp 


Arg 


Leu 


Leu 


Arg Val 


His 


652 


305 










310 






315 










320 


654 


Gly 


Asp 


Pro 


Ala 


Val 


Trp Trp 


Val Ser Gin 


Phe 


Val 


Lys 


Tyr 


Leu 


He 


655 










325 






330 










335 
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657 


Arg 


Pro 


Gin 


Pro 


Trp 


Leu 


Glu 


Lys 


Glu 


He 


Glu 


Glu 


Ala 


Thr 


Lys 


Lys 


658 








340 










345 










350 






660 


Leu 


Gly 


Phe 


Lys 


His 


Pro 


Val 


He 


Gly Val 


His 


Val 


Arg 


Arg 


Thr 


Asp 


661 






355 










360 










365 








663 


Lys 


Val 


Gly 


Thr 


Glu 


Ala 


Ala 


Phe 


His 


Pro 


He 


Glu 


Glu 


Tyr 


Met 


Val 


664 




370 










375 










380 










666 


His 


Val 


Glu 


Glu 


His 


Phe 


Gin 


Leu 


Leu 


Ala 


Arg 


Arg 


Met 


Gin 


Val 


Asp 


667 


385 










390 










395 










400 


669 


Lys 


Lys 


Arg 


Val 


Tyr 


Leu 


Ala 


Thr 


Asp Asp 


Pro 


Thr 


Leu 


Leu 


Lys 


Glu 


670 










405 










410 










415 




672 


Ala 


Lys 


Thr 


Lys 


Tyr 


Ser 


Asn 


Tyr 


Glu 


Phe 


He 


Ser 


Asp 


Asn 


Ser 


He 


673 








420 










425 










430 






675 


Ser 


Trp 


Ser 


Ala 


Gly 


Leu 


His 


Asn 


Arg 


Tyr 


Thr 


Glu 


Asn 


Ser 


Leu 


Arg 


676 






435 










440 










445 








678 


Gly 


Val 


He 


Leu 


Asp 


He 


His 


Phe 


Leu 


Ser 


Gin 


Ala 


Asp 


Phe 


Leu 


Val 


679 




450 










455 










460 










681 


Cys 


Thr 


Phe 


Ser 


Ser 


Gin 


Val 


Cys 


Arg 


Val 


Ala 


Tyr 


Glu 


He 


Met 


Gin 


682 


465 










470 










475 










480 


684 


Thr 


Leu 


His 


Pro 


Asp 


Ala 


Ser 


Ala 


Asn 


Phe 


His 


Ser 


Leu 


Asp 


Asp 


He 


685 










485 










490 










495 




687 


Tyr 


Tyr 


Phe 


Gly 


Gly 


Gin 


Asn 


Ala 


His 


Asn 


Gin 


lie 


Ala 


Val 


Tyr 


Pro 


688 








500 










505 










510 






690 


His 


Lys 


Pro 


Arg 


Thr 


Glu 


Glu 


Glu 


He 


Pro 


Met 


Glu 


Pro 


Gly 


Asp 


He 


691 






515 










520 










525 








693 


He 


Gly 


Val 


Ala 


Gly 


Asn 


His 


Trp 


Asp Gly 


Tyr 


Ser 


Lys 


Gly 


He 


Asn 


694 




530 










535 










540 










696 


Arg 


Lys 


Leu 


Gly 


Lys 


Thr 


Gly 


Leu 


Tyr 


Pro 


Ser 


Tyr 


Lys 


Val 


Arg 


Glu 


697 


545 










550 










555 










560 


699 


Lys 


He 


Glu 


Thr 


Val 


Lys 


Tyr 


Pro 


Thr 


Tyr 


Pro 


Glu 


Ala 


Glu 


Lys 


y 


700 










565 










570 













2297 


<210> SEQ ID NO: 


: 64 




















2298 


<211> LENGTH: 235 




















2299 


<212> TYPE: PRT 






















2300 


<213> ORGANISM: 


Homo sapiens 


















2302 


<400> SEQUENCE: 


64 




















2303 


Leu Pro Ala Gin 


Val Ala Phe 


Thr 


Pro 


Tyr 


Ala 


Pro 


Glu 


Pro 


Gly 


Ser 


2304 


1 


5 






10 










15 




2306 


Thr Cys Arg Leu 


Arg Glu Tyr 


Tyr Asp 


Gin 


Thr 


Ala 


Gin 


Met 


Cys 


Cys 


2307 


20 






25 










30 






2309 


Ser Lys Cys Ser 


Pro Gly Gin 


His 


Ala 


Lys 


Val 


Phe 


Cys 


Thr 


Lys 


Thr 


2310 


35 




40 










45 








2312 


Ser Asp Thr Val 


Cys Asp Ser 


Cys 


Glu 


Asp 


Ser 


Thr 


Tyr 


Thr 


Gin 


Leu 


2313 


50 


55 










60 










2315 


Trp Asn Trp Val 


Pro Glu Cys 


Leu 


Ser 


Cys 


Gly 


Ser 


Arg 


Cys 


Ser 


Ser 


2316 


65 


70 








75 










80 


2318 


Asp Gin Val Glu 


Thr Gin Ala 


Cys 


Thr 


Arg 


Glu 


Gin 


Asn 


Arg 


He 


Cys 


2319 




85 






90 










95 




2321 


Thr Cys Arg Pro 


Gly Trp Tyr 


Cys 


Ala 


Leu 


Ser 


Lys 


Gin 


Glu 


Gly 


Cys 


2322 


100 






105 










110 
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1 O O A 

2324 


Arg 


Leu 


Cys 


Ala 


Pro Leu Arg Lys Cys 


Arg Pro 


vjiy 


pne Giy val Ala 


n o o c 
2325 






115 




1 O A 

1ZU 






IOC 


2327 


Arg 


Pro 


Gly 


Thr 


Glu Thr Ser Asp Val 


val cys 


Lys 


Pro Cys Ala Pro 


2328 




130 






1 Jb 




14 U 




2330 


Gly 


Thr 


Phe 


Ser 


Asn Thr Thr Ser Ser 


Thr Asp 


He 


Cys Arg Pro His 


2331 


145 








150 


155 




160 


2333 


Gin 


He 


Cys 


Asn 


Val Val Ala He Pro 


Gly Asn 


Ala 


Ser Met Asp Ala 


2334 










165 


170 




175 


2336 


Val 


Cys 


Thr 


Ser 


Thr Ser Pro Thr Arg 


Ser Met 


Ala 


Pro Gly Ala Val 


2337 








180 


185 






190 


2339 


His 


Leu 


Pro 


Gin 


Pro Val Ser Thr Arg 


Ser Gin 


His 


Thr Gin Pro Thr 


2340 






195 




200 






205 


2342 


Pro 


Glu 


Pro 


Ser 


Thr Ala Pro Ser Thr 


Ser Phe 


Leu 


Leu Pro Met Gly 


2343 




210 






215 




220 




2345 


Pro 


Ser 


Pro 


Pro 


Ala Glu Gly Ser Thr 


Gly Asp 






E--> 2346 


225 








230 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/575,261 



DATE: 04/24/2006 
TIME: 16:15:43 



Input Set : A:\seq list.txt 

Output Set: N:\CRF4\04242006\J575261.raw 




Invalid Line Length; 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:17; Line(s) 832 

Seq#:74; Line(s) 2501 

Seq#:75; Line(s) 2558 

Seq#:76; Line(s) 2666 
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L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
M 
L 
L 
L 
L: 
L: 
L: 
L: 
L: 



VERIFICATION SUMMARY DATE: 04/24/2006 

PATENT APPLICATION: US/10/575,261 TIME: 16:15:43 

Input Set : A:\seq list.txt 
Output Set: N:\CRF4\04242006\J575261.raw 

9 M:270 C: Current Application Number differs, Replaced Current Application No 
9 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
48 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
W: Invalid Amino Acid Number in Coding Region, SEQ ID:1 
E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 2 



52 
56 
60 
64 
68 
72 
76 
80 
84 
88 
92 
97 
101 



336 
336 
336 
336 
336 
336 
336 
336 
336 
M:336 
M:336 
M:336 
M:336 



105 M:336 
109 M:336 
113 M:336 
117 M:336 
121 M:336 
153 M:332 



332 Repeated in SeqNo=2 

208 M:252 E: No. of Seq. differs, <211> LENGTH: Input : 376 Found 
584 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID 
700 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID 



1396 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ 

1529 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ 

1676 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ 

1786 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ 

2346 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 64 



372 SEQ:2 
7 
8 

ID:46 
ID:48 
ID:51 
ID:53 
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